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Supplementary Figure 4:
CTLA4-complementarity scores for the cancer exome-wide gene list, displayed as (A) a scatter plot illustrating CTLA4 and CD3E correlations for each target gene. Results from each cancer type are superimposed and colored according to CTLA4-complementarity score, which is high when expression of CD3E is correlated with the target gene and CTLA4 is uncorrelated with the target gene. (B) A bar plot (red bars: in the 40-candidate immunomodulatory gene panel, blue bars: in our cancer exome-wide gene list, but not in our original 40-candidate immunomodulatory gene panel) shows the top 50 genes from our cancer exome-wide analysis, ranked according to their median CTLA4-complementarity score across cancer types. To the right of each bar is its ranking based on complementarity score (CS) and CD3E co-expression (CD3E; typeface is plain when CD3E rank ≤ 50, light when CD3E rank > 50). 
